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SUMMARY 

16 years experience in Genome Editing ▪ Assaying & Improving Specificity 
Protein Engineering ▪ Molecular Biology  

 
RESEARCH & MANAGEMENT EXPRERIENCE 
 

CRISPR Therapeutics, Cambridge, MA 2015-present 
Head of Genome Editing   
 
Georgia Tech, Atlanta, GA 2011-2015 
Research Faculty and Director of Protein Engineering Facility 

• Developed bioinformatics for specificity studies and improvements in ZFN, TALEN and 
CRIPSR. 

• Discovered CRISPR bulge tolerance between guide and target site, and developed web tool 
to identify similar, putative off-target genomic sites. 

• Established digital PCR for absolute quantification of gene editing. 
• Developed high-throughput automation for nuclease assembly and testing. 

 
Molecular Biology Consultant, San Francisco 2010-2011 
 
University of Iowa, Iowa City, IA 2004-2010 
Postdoctoral Fellow (2009-2010) 
Biosciences PhD Student (2004-2009)  

• Designed & validated Zinc Finger Nucleases (ZFNs) cleaving Hepatitis B DNA. 
• Devised the (widely used) Surveyor assay for measuring DNA edits. 
• Co-wrote successful R01 grant with Dr. Anton McCaffrey. 
• Developed bioinformatics for ZFN design and ZFN-site tool for off-target prediction and 

assays. 
 
Sangamo Therapeutics, CA 2000-2004 
Associate Scientist II 

• Created hundreds of DNA-binding domains as part of Zinc Finger (ZF) design and selections 
group. 

• Selected ZFs that specifically bound 50+ DNA triplets using bacterial 2-hybrid screens. 
• Developed methods for robust high-throughput assembly (prior to Golden Gate method), 

and SOPs for validating and testing ZFs and ZFNs. 
• Established ZF & ZFN assembly pipelines containing internal and acquired library of 

selected ZFs. 
 
Tularik Corporation, South San Francisco, CA 1998-1999 
Research Associate  

• Constructed series of different phage display libraries for high-throughput cellular assays. 



 
University of California, San Francisco, CA 1993-1998 
PhD Student Research, Microbiology & Immunology  

• Developed novel phage-based selection for proteolytic antibodies against HIV gp120 
(Advisor, Dr. Matthias Wabl). 

• Assembled and screened very large Phage Display Antibody Libraries, both naïve and from 
mice 
immunized with transition-state analogs. 

 
Repligen Corporation, Cambridge, MA 1989-1993 
Associate Scientist 

• Brought in-house, developed and optimized phage display library systems, mapping the 
binding domains of the company’s lead anti-HIV antibodies and proteins: B7s, CD28 and 
CTLA4. 

• Protein engineering and phage expression for structure/function analysis of these and 
other protein domains for small molecule drug discovery. 

 
 

Joslin Diabetes Center, Research Associate, 1988-1989 
Bioseparations Laboratory, M.I.T., Undergrad Research Opportunity 1988 
Emory University Eye Center, Research Associate, 1987 
Controlled Drug Release / Langer Lab, M.I.T., Research Associate 1986 
 
EDUCATION 
 

PhD Molecular & Cell Biology, 2009 
University of Iowa, Ames, IA 
 
MA, Microbiology & Immunology, 1998A 
University of California, San Francisco, CA 
 
BS, Life Sciences, 1998 
Massachusetts Institute of Technology, Cambridge, MA 
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